ABSTRACT
BACKGROUND

23
In the natural history of HIV disease, R5-tropic viruses were evidenced in the earlier 24 stages of the disease and X4-tropic viruses emerged in later stages. The presence of X4-tropic
25
HIV may have clinical impact on the disease progression. [1] [2] [3] Furthermore, a class of 26 antiretroviral, the CCR5 inhibitors like maraviroc, is only active in patients harbouring 27 exclusively R5-tropic viruses which implies a tropism determination before their prescription.
28
Then, the determination of tropism is useful in clinical practise.
29
First genotypic methods used very simple rules, such as the 11/25 rule, predicting X4 30 on the basis of the presence of basic residues 11 or 25 of the V3-loop. The combined criteria 31 of the 11/25 and net charge rules were also use to determine HIV tropism. 4 studied in the same period in the two clinical centers.
59
The V3 env region was sequenced from plasma HIV-1 RNA as previously described 
67
Comparisons between groups were performed using the non-parametric Mann- Table 1B : Distribution of amino acid at position 11 and 25 of V3 loop-gp120.
In bold, the major amino acid
